Additional file 4: Mitogenomic organization of Dicerapanorpa magna MCS, D. magna LP, and D. magna WLD.
	Gene
	Position
	Size
	IGN (bp)
	Codon
	Direction

	
	From
	To
	
	
	Start
	Stop
	

	trnI
	1/1/1
	68/68/68
	68/68/68
	
	
	
	J/J

	trnQ
	66/66/66
	134/134/134
	69/69/69
	−3/−3/−3
	
	
	N/N

	trnM
	142/142/142
	211/211/211
	70/70/70
	7/7/7
	
	
	J/J

	nad2
	212/212/212
	1237/1237/1237
	1026/1026/1026
	0/0/0
	ATG/ATG/ATG
	TAA/TAA/TAA
	J/J

	trnW
	1239/1239/1239
	1304/1304/1304
	66/66/66
	1/1/1
	
	
	J/J

	trnC
	1297/1297/1297
	1359/1359/1359
	63/63/63
	−8/−8/−8
	
	
	N/N

	trnY
	1364/1364/1364
	1429/1429/1429
	66/66/66
	4/4/4
	
	
	N/N

	cox1
	1431/1431/1431
	2964/2964/2964
	1534/1534/1534
	1/1/1
	TTG/TTG/TTG
	T/T/T
	J/J

	trnL2
	2965/2965/2965
	3029/3029/3029
	65/65/65
	0/0/0
	
	
	J/J

	cox2
	3035/3035/3035
	3722/3722/3722
	688/688/688
	5/5/5
	ATG/ATG/ATG
	T/T/T
	J/J

	trnK
	3723/3723/3723
	3792/3793/3793
	70/71/71
	0/0/0
	
	
	J/J

	trnD
	3793/3793/3793
	3859/3859/3859
	67/67/67
	0/−1/−1
	
	
	J/J

	atp8
	3860/3860/3860
	4021/4021/4021
	162/162/162
	0/0/0
	ATT/ATT/ATT
	TAA/TAA/TAA
	J/J

	atp6
	4015/4015/4015
	4692/4692/4692
	678/678/678
	−7/−7/−7
	ATG/ATG/ATG
	TAA/TAA/TAA
	J/J

	cox3
	4692/4692/4692
	5478/5478/5478
	787/787/787
	−1/−1/−1
	ATG/ATG/ATG
	T/T/T
	J/J

	trnG
	5479/5479/5479
	5544/5544/5544
	66/66/66
	0/0/0
	
	
	J/J

	nad3
	5548/5548/5548
	5898/5898/5898
	351/351/351
	3/3/3
	ATT/ATT/ATT
	TAA/TAA/TAA
	J/J

	trnA
	5900/5900/5900
	5961/5965/5962
	62/66/63
	1/1/1
	
	
	J/J

	trnR
	5967/5980/5967
	6031/6044/6031
	65/65/65
	5/14/4
	
	
	J/J

	trnN
	6032/6045/6032
	6097/6110/6097
	66/66/66
	0/0/0
	
	
	J/J

	trnS1
	6098/6111/6098
	6164/6177/6164
	67/67/67
	0/0/0
	
	
	J/J

	trnE
	6165/6178/6165
	6230/6243/6230
	66/66/66
	0/0/0
	
	
	J/J

	trnF
	6229/6242/6229
	6296/6309/6296
	68/68/68
	−2/−2/−2
	
	
	N/N

	nad5
	6297/6310/6297
	8028/8041/8028
	1732/1732/1732
	0/0/0
	ATT/ATT/ATT
	T/T/T
	N/N

	trnH
	8029/8042/8029
	8092/8105/8092
	64/64/64
	​0/0/0
	
	
	N/N

	nad4
	8093/8106/8093
	9431/9444/9431
	1339/1339/1339
	0/0/0
	ATG/ATG/ATG
	T/T/T
	N/N

	nad4L
	9425/9438/9425
	9715/9728/9715
	291/291/291
	−7/−7/−7
	ATG/ATG/ATG
	TAA/TAA/TAA
	N/N

	trnT
	9718/9731/9718
	9782/9795/9783
	65/65/66
	2/2/2
	
	
	J/J

	trnP
	9783/9796/9784
	9848/9861/9849
	66/66/66
	0/0/0
	
	
	N/N

	nad6
	9851/9864/9852
	10378/10391/10379
	528/528/528
	2/2/2
	ATT/ATT/ATT
	TAA/TAA/TAA
	J/J

	cytb
	10378/10391/10379
	11514/11527/11515
	1137/1137/1137
	−1/−1/−1
	ATG/ATG/ATG
	TAG/TAG/TAG
	J/J

	trnS2
	11513/11526/11514
	11578/11591/11579
	66/66/66
	−2/−2/−2
	
	
	J/J

	nad1
	11595/11608/11596
	12542/12555/12543
	948/948/948
	16/16/16
	TTG/TTG/TTG
	TAA/TAA/TAA
	N/N

	trnL1
	12544/12557/12545
	12608/12621/12609
	65/65/65
	1/1/1
	
	
	N/N

	rrnL
	12609/12622/12610
	13928/13941/13931
	1320/1320/1322
	0/0/0
	
	
	N/N

	trnV
	13929/13942/13932
	13999/14012/14002
	71/71/71
	0/0/0
	
	
	N/N

	rrnS
	14000/14013/14003
	14788/14801/14791
	789/789/789
	0/0/0
	
	
	N/N

	CR
	14909/14802/14792
	17757/17667/16376
	2849/2866/1585
	
	
	
	


Notes. Data are given as Dicerapanorpa magna MCS/D. magna LP/D. magna WLD. IGN, intergenic nucleotides; negative numbers indicate that adjacent genes overlap.
